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When using random clone overlap based methods to make DNA maps, fragment matching 

mistakes, the incorrect matching of similar length restriction fragments, are a common problem 

that produces incorrect maps. Previous work presented the Restricted Splitting Algorithm (or 

RSA), which is useful for repairing a map containing a fragment mistake when the location of 

the mistake is known. This work presents an algorithm, called FIX, which attempts to identify 

the location of the fragment matching mistake and then uses the RSA to repair the map 

containing the mistake. In essense, the two techniques combined constitute a hypothesis 
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When using random clone overlap based methods to make DNA maps, fragment matching mistakes, the 
incorrect matching of similar length restriction fragments, are a common problem that produces incorrect 
maps. Previous work presented the Restricted Splitting Algorithm (or RSA), which is useful for repairing a 
map containing a fragment mistake when the location of the mistake is known. This work presents an 
algorithm, called FIX, which attempts to identify the location of the fragment matching mistake and then 
uses the RSA to repair the map containing the mistake. In essense, the two techniques combined 
constitute a hypothesis formulation/hypothesis verification paradigm for correcting restriction maps that 
contain fragment matching mistakes. 
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